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4 <110> APPLICANT: Gennaro, Maria L. 

6 <120> TITLE OF INVENTION: PROTEINS EXPRESSED BY 

7 TUBERCULOSIS AND NOT BY BCG AND THEIR USE 

8 REAGENTS AND VACCINES 

10 <130> FILE REFERENCE: 07763-043001 

12 <140> CURRENT APPLICATION NUMBER: 10/009,383 

13 <141> CURRENT FILING DATE: 2001-11-02 

15 <150> PRIOR APPLICATION NUMBER: PCT/US00 /12257 

16 <151> PRIOR FILING DATE: 2000-05-04 

18 <150> PRIOR APPLICATION NUMBER: 60/132,505 

19 <151> PRIOR FILING DATE: 1999-05-04 
21 <160> NUMBER OF SEQ ID NOS : 16 

23 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 591 

27 <212> TYPE: PRT 

28 <213> ORGANISM: Mycobacterium tuberculosis 
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106 <210> SEQ ID NO: 2 

107 <211> LENGTH: 99 

108 <212> TYPE: PRT 

109 <213> ORGANISM: Mycobacterium tuberculosis 

111 <400> SEQUENCE: 2 

112 Met Glu Lys Met Ser His Asp Pro He Ala Ala Asp He Gly Thr Gin 

113 15 10 15 

114 Val Ser Asp Asn Ala Leu His Gly Val Thr Ala Gly Ser Thr Ala Leu 

115 20 25 30 

116 Thr Ser Val Thr Gly Leu Val Pro Ala Gly Ala Asp Glu Val Ser Ala 

117 35 40 45 

118 Gin Ala Ala Thr Ala Phe Thr Ser Glu Gly He Gin Leu Leu Ala Ser 

119 50 55 60 

120 Asn Ala Ser Ala Gin Asp Gin Leu His Arg Ala Gly Glu Ala Val Gin 

121 65 70 75 80 

122 Asp Val Ala Arg Thr Tyr Ser Gin He Asp Asp Gly Ala Ala Gly Val 

123 85 90 95 

124 Phe Ala Glu 

127 <210> SEQ ID NO: 3 

128 <211> LENGTH: 368 

129 <212> TYPE: PRT 

130 <213> ORGANISM: Mycobacterium tuberculosis 

132 <400> SEQUENCE: 3 

133 Met Leu Trp His Ala Met Pro Pro Glu Leu Asn Thr Ala Arg Leu Met 

134 15 10 15 

135 Ala Gly Ala Gly Pro Ala Pro Met Leu Ala Ala Ala Ala Gly Trp Gin 

136 20 25 30 

137 Thr Leu Ser Ala Ala Leu . Asp Ala Gin Ala Val Glu Leu Thr Ala Arg 

138 35 40 45 

139 Leu Asn Ser Leu Gly Glu Ala Trp Thr Gly Gly Gly Ser Asp Lys Ala 

140 50 55 60 

141 Leu Ala Ala Ala Thr Pro Met Val Val Trp Leu Gin Thr Ala Ser Thr 

142 65 70 75 80 

143 Gin Ala Lys Thr Arg Ala Met Gin Ala Thr Ala Gin Ala Ala Ala Tyr 

144 85 90 95 

145 Thr Gin Ala Met Ala Thr Thr Pro Ser Leu Pro Glu He Ala Ala Asn 

146 100 105 110 

14 7 His He Thr Gin Ala Val Leu Thr Ala Thr Asn Phe Phe Gly He Asn 

148 115 120 125 

14 9 Thr He Pro He Ala Leu Thr Glu Met Asp Tyr Phe lie Arg Met Trp 

150 130 135 140 

151 Asn Gin Ala Ala Leu Ala Met Glu Val Tyr Gin Ala Glu Thr Ala Val 

152 145 150 155 160 

153 Asn Thr Leu Phe Glu Lys Leu Glu Pro Met Ala Ser He Leu Asp Pro 

154 165 170 175 

155 Gly Ala Ser Gin Ser Thr Thr Asn Pro He Phe Gly Met Pro Ser Pro 

156 180 185 "* 190 

157 Gly Ser Ser Thr Pro Val Gly Gin Leu Pro Pro Ala Ala Thr Gin Thr 

158 195 200 205 
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